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ext_probe_sequence lig_probe_sequence MIP_Name
CCTCTCAGTGGCGTCGGAACTGC AGCCGCAGCCTCTCGGCGCT CDH1_01_S01
AGGAAGGGGCGCAGGGCTGGGG GAGGGCAGGCGCCGGGTG CDH1_01_A01
CTGCCCTCGCTCGGCGTCCCC CCCCTTCCTCTCCCGTCGT CDH1_01_S02
GGGAGCGAGGGAGGGG GCTTTGACGCCGAGAGCTACACGTTCAC CDH1_02_S01
AGGTGGCGCCGGGGCACCGTGAA CTCACCGAAACCAACAGCGC CDH1_02_A01
TTGGCTCTGCCAGGAG GCGGAGTAGGGAGGGGTTGGAAAGGGGC CDH1_02_S02
ACCCAGGGGTGTGGGAGTGCAA CGGCGTCAAAGCCAGGGT CDH1_02_A02
CGTAAATTCCAAGGGG CCTCTGCCCAGGACGCGGCCTCTCTCC CDH1_02_A03
GTAGAGGCCTTTTGAC AATTGGACAGATTAAAGACAAGAGCATT CDH1_03_A01
TCCAATTTCCTAATCT GCCTCTACGGTTTCATAACCCACAGATCC CDH1_03_S01
ATACCTGATGGGGCGGGGGGCGG GTAATCACACCATCTGTGCCCA CDH1_03_A02
TGATTACAGTCAAAAG GCCCCATCAGGTATGTTGGCATTTTTCTG CDH1_03_S02
GCCCAAAATGTCAACG GTGACTTTGGTGGAAAACTTTCTGTAGG CDH1_03_A03
ACGCTGAATACAGTGG GCTGGATGATTTTGTGTTGTAGGGGTTG CDH1_03_S03
CTTCTGTCTTCTGAGG CAGTCCAACCTAGCCAGACAGCGTCCCCA CDH1_04_A01
CCTGAAGTATCCGTCTTGAATTGTCT CCTCCCATCAGCTGCCCAG CDH1_04_S01
CCAAATCCCTCCCAGAG GAGGAGTTGGGAAATGTGAGCAATTCTG CDH1_04_A02
GAAGAGAGACTGGGTT GAGAAAGGGAAAAGACCCAGTGTTGGGAT CDH1_04_S02
AGAGAAGTACCAAGGA GCCAAGGAGCTGACACACCCCCTGTTGGT CDH1_05_S01
TGTCACCTTCAGCCATCCTGTTT AAAGAATTAGTAAAGAAGGATC CDH1_005_A01
AGGCAAGGTTTTCTAC GTAAGTATCTCTTAGAAGCTTGTTGACAC CDH1_05_S02
CTGGCCAAGGAGCTGACACAC CGGGGTAACATCCACCCAG CDH1_05_S03
GTTGACCAAAAAATCCT AAAGACACCAACAGGGGGTGTGT CDH1_05_A02
GTTGACCAAAAAATCCT AAAGACACCAATAGGGGGTGTGT CDH1_05_A02_SNP
CGGATCCAGCATGGGTTGACCAAAA CAATAATAAAGACACCAACA CDH1_05_A03
TGAAAGAGAAACAGGA GCTGGATCCGCAGATCAGAGGCTCTGAA CDH1_05_S04
TTCTCCCATGTTTTCTTCC GACAACAAGCCCGAATTCACCCAG CDH1_06_S01
TAAAGACCTCCTGGGTG TGACTTGAGCTCTGATGAGGAAGAAAA CDH1_06_A01
GGAGATTTTGATCACGG CTTAGGTTCTTTGGACCCCAAAGTGTTG CDH1_06_S02




TGGGCTTGGACAACAC TTGTTGTCATTCTGATCGGTTACCGTGAT CDH1_06_A02
CAGGATCTTGGCTGAGGATG TTTGGGACTGGGTCAATACTGCTTA CDH1_07_A01
TCCCAAAGTGCAGCTT CCAAGATCCTGAGCTCCCTGACAAAAATA CDH1_07_S01
CTCCTGACCCCTGACCTC GTAGGTGTTCACATCATCGTCCGCGTC CDH1_07_A02
AACACCTACAATGCCGCCA GTCAGGAGGATCCAGAGGGTGTGGAG CDH1_07_502
AACAGGAACACAGGAG GCCAGTTGTCAGTTAATACAGTGATGGTC CDH1_07_S03
CAAAGCTTAGACCATC CCAGTGGTGACCACACTGATGACTCCTGT CDH1_07_A03
ATCGTTGGTGTCAGTG CCAGGAACACTAGCCACCTTTGGCCTAGC CDH1_08_A01
TTCCTGGTCCTGACTT CAACGATAATCCTCCGATCTTCAATCCCA CDH1_08_S01
CCTTTCTTTGGAAACC CAGCTTGAACCACCAGGGTATACGTAGGG CDH1_08_A02
TTCAAGGTGAGGGGTT GTTGTTCATGAACTAAGTGTCACCACTGC CDH1_08_502
CTCCCACGCTGGGGTATTG CTAGCAGAGCTGAGTCTCAGGGGGCT CDH1_09_A01
CTGCTAGCAGTCTTGG GCGTGGGAGGCTGTATACACCATATTGA CDH1_09_S01
CCATACAAACCTTTGC CTTTCAGTGTGGTGATTACGACGT CDH1_09_A02
CTGAAAGTGACTGATG GGTTTGTATGGTACCTGGCAAGATGCAG CDH1_09_502
CCCCTGCCAAAGCGAATCTAC TTGTGGTGACGACAAATTGTCC CDH1_09_A03
CACCACAAATCCAGTGAA GCTTTGGCAGGGGGACAGGGTGACTTT CDH1_09_S03
TGGAGGTGGTGAGAGAG TGTTAGTAAAAATAAAATTAAATCCTTA CDH1_10_A01
ACTAACACAAAATGTT CACCTCCACAGCCACCGTCACCGTGGATG CDH1_10_S01
GATTTCCTGGCCCACGC CCACATTCGTCACTGCTACGTGTAG CDH1_10_A02
TTTTGAGGTCTCTCTC ACATCCTACACTGCCCAGGAGCCAGACAC CDH1_10_S02
CATCTTTGTGCCTCCTG ACTGACTTGCAGCAACTGGTTATTTTAT CDH1_10_S03
GATTTACATATAAAATG CAAAGTCCTCGGACACTTCCACTCTCTT CDH1_10_A03
TGCTCAAAATCCTCCCTGTCCAG AACAACATGTAGCTGAAAACGG CDH1_11_AO01
TGTTGTTTGCTGGTCC GAGGATTTTGAGCACGTGAAGAACAGCAC CDH1_11_501
AACTAGCTAGGAGGTC AAATGGCACCAGTGTCCGGATTAATCTCC CDH1_11_A02
AATTAGCTAGGAGGTC AAATGGCACCAGTGTCCGGATTAATCTCC CDH1_11_A02_SNP
TGGTGCCATTTCCACTCGGGCTG TTCAGTTCCTTGCCCCTCCC CDH1_11_S02
AGAAGAATATAGTTCG ACAGTAATGAATCCCCATTGCCTTCCACC CDH1_12_A01
AGAAGAATATAGTTCG ACAGTAATGAATCCGCATTGCCTTCCACC CDH1_12_A01_SNP
TGTTGCCAAGCTGCCACAT GTGAGAGGAATCCAAAGCCTCAGGTC CDH1_12_501
GGTCCAGTTGGCACTCGC TATGGGGGCGTTGTCATTCACATCAGA CDH1_12_A02
ATACCAGAACCTCGAAC GACCATTCAGTACAACGACCCAAGTGGG CDH1_12_502

AAGCATGGCAGTTGGAGCAAAG

CAATGATGTTTATGACCTGAGGC

CDH1_12_A03




CCTTCCTCCCAATACA CCTTCCCCCAGATCCCCACCTTTCAATTT CDH1_12_S03
GTTATCCATGAGCTTG TCATTCCAGAATAAAATTGCTAGTGAACT CDH1_13_A01
TTTTCCTCCCCTGGTCT GACCAAGTGACCACCTTAGAGGTCAGCG CDH1_13_S01
GCAATCCTGCTTCGAC CCCACCTCTAAGGCCATCTTTGGCTTCA CDH1_13_A02
GGATAACCAGAATAAA GGAGGAATTCTTGCTTTGCTAAGTAAGTC CDH1_13_5S02
TTTTTAAGTCAAAGGC GCCCCTTCACAGTCACACACGCTGACCTC CDH1_13_A03
GGCGTCTGTAGGAAGG GAGGAGGTTTATTTCCTGGAAATGATTTT CDH1_13_S03
TGGCCTTCTTTATCTT CCCGGGACAACGTTTATTACTATGATGAA CDH1_14_S01
CCGCCTCCTTCTTCATCATAG GAGCAAGTGTTGAGAGCCAAAGAT CDH1_14_A01
CTTGCTGTTTCTTCGGAGG GCTCAGTGGTGATCTCTTTATTCGG CDH1_14_5S02
AATGCCTACCTCTTAC TCATCCTCTGGGGGCAGTAAGGGCTCTTT CDH1_14_A02
GAAGATACCGGGGGACACTCATG AGAAATAGTCATACACACAGGG CDH1_15_A01
TTCTTTCCTACTCTTC CGGTATCTTCCCCGCCCTGCCAATCCCG CDH1_15_S01
TGAGCTTAGAGATGAGC ACGAGTCACTTCAGGCCGAGCGTCCAG CDH1_15_A02
GTTGCACCAACCCTCA GAGTTGTGTCAAAAATGAGAAAAAGAGTC CDH1_15_502
GATGACAGGTGTGCCCTTCCTTT GCTGCTAGTCTGAGCTCCCTGA CDH1_16_501
TGACTCTGAGGAGTTCAGGGAGC GCATCTTTTAGTGAAAGGAAGG CDH1_16_A01
GACTATGAAGGAAGCGG GCGAGGACGACTAGGGGACTCGAGAG CDH1_16_5S02
GGCCCGCCTCTCTCGAGT ACTAGCAGCTTCGGAACCGCTTCC CDH1_16_A02
CCAGGACTATGACTAC GTTGCTGGTGGTTTTTCAGCTCCCTT CDH1_16_S03
TGCATCACTAACCAGTCTC CCTCGCCGCCTCCGTACATGTCAGC CDH1_16_A03




