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Value of the BOS score 
Diagnostic values obtained from the patients in the BOS database: sensitivity, specificity, positive and negative predictive values are 
calculated using a threshold of 7.5 for distinguishing between high and low fracture risk: 

Sensitivity = 93% (% of fractured femurs that were correctly predicted as high-fracture risk) 
Specificity = 74% (% of non-fractured femurs that were correctly predicted as low-fracture risk) 

Positive predictive value = 42% (% of high-fracture risk femurs that indeed fractured) 
Negative predictive value = 98% (% of low-fracture risk femurs that did not fracture) 

 

Data derived from Eggermont et al. 2018 Bone Joint Res; Eggermont et al. 2020 Bone, with additional results of the BOS study 
 

Terms and conditions 
No information provided in this report will give any guarantees. It is explicitly the responsibility of the physician to use and interpret the 
outcomes from this report correctly. Heath care providers should always also exercise their own independent clinical judgement when 
using the BOS score in conjunction with patient care. 
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BOS score Report – BOS0901010092020L 
for fracture risk prediction in femoral bone metastases 

 
Patient BOS0901010092020L has a BOS score of 6.5, which is lower than the threshold of 7.5, indicating a high 
fracture risk. Of the patients with a BOS score below 7.5, 39% fractured their femur within six months but the 
majority within two months (PPV), whereas 2% of the patients with a BOS score higher than 7.5 fractured their 
femur (NPV). Below, the BOS score of patient BOS0901010092020L is depicted relative to patients in the BOS 
database. 
 
Conclusion: 
Patient BOS0901010092020L has a high fracture risk. 

 

 
 
 

Figure for left-right check 
The femur corresponding with the BOS score is 

indicated in green 

  

Weakest location of the bone 
ATTENTION: Fracture localization by experimental fracturing in computer model, does not necessarily coincide with metastatic location 

  


