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Abstract
The efficacy of vaccines at an individual level is highly variable. It
is therefore important to capture the impact of genetic and
biological molecules on the immune response to vaccines to
better understand variability in efficacy of vaccines. In my talk, |
will describe novel strategies to study these factors by
simultaneously  modeling  information  from  genome,
transcriptome, proteome, metabolome, microbiome and
environmental profiles.
Key Publications
Integration of multi-omics datasets and deep phenotyping
enables prediction of cytokine production in response to
pathogens. Nat. Immunol. 776-786, 2018
A Functional Genomics Approach to Understand Variation in
Cytokine Production in Humans. Cell 1099-1110.e14, 2016
Inter-individual variability and genetic influences on cytokine
responses to bacteria and fungi. Nat. Med. 952-960, 2016.

Radboudumc

university medical center


http://www.google.nl/url?sa=i&rct=j&q=&esrc=s&source=images&cd=&cad=rja&uact=8&ved=0ahUKEwizuM_--67YAhXIJZoKHWn2DfkQjRwIBw&url=http://sevenhillsrunnersclub.nl/runners/&psig=AOvVaw34cmatmAtxD7AJUROSVJut&ust=1514628225770786

